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METHODS

Samples were collected at Ft. Matanzas (a low-

turbidity site) to compare two major

components of the metabarcoding protocol:

1. DNA Extraction Kits, which differ in lysis
method, PCR inhibitor removal, and cost.

2. Metabarcoding Primer Selection, which
differ in the targeted region of the
genome.
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PRELIMINARY RESULTS

* Mean DNA concentration per sample varied
between extraction kits (2.2-6.19 ng/uL).
 The Qiagen Power Soil Kit resulted in a
significantly higher (p<0.05; LM) average
DNA concentration of 6.19 ng/uL.
 PCRinhibition was detected only in the
Qiagen Blood & Tissue Kkit.
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composition resolved by each kit.




